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Plasmid: pKS-aph7``-lox 
 
A loxP-site was introduced into a Klenow-treated PsiI site of vector pBluescriptII-KS 
(ampicillin resistance) and a PciI restriction site was destroyed and replaced by an EcoRV site 
(double insertion). An expression cassette for Chlamydomonas reinhardtii comprising the 
beta2-tubulin-promoter, the aph7``-gene from Streptomyces hygroscopicus (containing a copy 
of intron1 from the RBCS2 gene) and the 3`-UTR from the Chlamyopsin1-gene was inserted 
via SacI/KpnI. 
 
Plasmid-sequence: pKS-aphVIII-lox  4566 bp 

loxP:    368-402 
beta2-tubulin-promoter:  699-1012 (SacI/SalI) 
aph7`` (from pHyg3):  1013-2158 (XhoI/BamHI) 
(intron1 from RBCS2:  1099-1243) 
COP1-3`-UTR:  2159-2321 (BamHI/KpnI) 
 
 
 

1 CTGACGCGCC CTGTAGCGGC GCATTAAGCG CGGCGGGTGT GGTGGTTACG
51 CGCAGCGTGA CCGCTACACT TGCCAGCGCC CTAGCGCCCG CTCCTTTCGC

101 TTTCTTCCCT TCCTTTCTCG CCACGTTCGC CGGCTTTCCC CGTCAAGCTC
151 TAAATCGGGG GCTCCCTTTA GGGTTCCGAT TTAGTGCTTT ACGGCACCTC
201 GACCCCAAAA AACTTGATTA GGGTGATGGT TCACGTAGTG GGCCATCGCC
251 CTGATAGACG GTTTTTCGCC CTTTGACGTT GGAGTCCACG TTCTTTAATA
301 GTGGACTCTT GTTCCAAACT GGAACAACAC TCAACCCTAT CTCGGTCTAT
351 TCTTTTGATT TAAATTCATA ACTTCGTATA ATGTATGCTA TACGAAGTTA
401 TGAATTAGGG ATTTTGCCGA TTTCGGCCTA TTGGTTAAAA AATGAGCTGA
451 TTTAACAAAA ATTTAACGCG AATTTTAACA AAATATTAAC GCTTACAATT
501 TCCATTCGCC ATTCAGGCTG CGCAACTGTT GGGAAGGGCG ATCGGTGCGG
551 GCCTCTTCGC TATTACGCCA GCTGGCGAAA GGGGGATGTG CTGCAAGGCG
601 ATTAAGTTGG GTAACGCCAG GGTTTTCCCA GTCACGACGT TGTAAAACGA
651 CGGCCAGTGA GCGCGCGTAA TACGACTCAC TATAGGGCGA ATTGGAGCTC
701 TTTCTTGCGC TATGACACTT CCAGCAAAAG GTAGGGCGGG CTGCGAGACG
751 GCTTCCCGGC GCTGCATGCA ACACCGATGA TGCTTCGACC CCCCGAAGCT
801 CCTTCGGGGC TGCATGGGCG CTCCGATGCC GCTCCAGGGC GAGCGCTGTT
851 TAAATAGCCA GGCCCCCGAT TGCAAAGACA TTATAGCGAG CTACCAAAGC
901 CATATTCAAA CACCTAGATC ACTACCACTT CTACACAGGC CACTCGAGCT
951 TGTGATCGCA CTCCGCTAAG GGGGCGCCTC TTCCTCTTCG TTTCAGTCAC
1001 AACCCGCAAA CATGACACAA GAATCCCTGT TACTTCTCGA CCGTATTGAT
1051 TCGGATGATT CCTACGCGAG CCTGCGGAAC GACCAGGAAT TCTGGGAGGT
1101 GAGTCGACGA GCAAGCCCGG CGGATCAGGC AGCGTGCTTG CAGATTTGAC
1151 TTGCAACGCC CGCATTGTGT CGACGAAGGC TTTTGGCTCC TCTGTCGCTG
1201 TCTCAAGCAG CATCTAACCC TGCGTCGCCG TTTCCATTTG CAGCCGCTGG
1251 CCCGCCGAGC CCTGGAGGAG CTCGGGCTGC CGGTGCCGCC GGTGCTGCGG
1301 GTGCCCGGCG AGAGCACCAA CCCCGTACTG GTCGGCGAGC CCGGCCCGGT
1351 GATCAAGCTG TTCGGCGAGC ACTGGTGCGG TCCGGAGAGC CTCGCGTCGG
1401 AGTCGGAGGC GTACGCGGTC CTGGCGGACG CCCCGGTGCC GGTGCCCCGC
1451 CTCCTCGGCC GCGGCGAGCT GCGGCCCGGC ACCGGAGCCT GGCCGTGGCC
1501 CTACCTGGTG ATGAGCCGGA TGACCGGCAC CACCTGGCGG TCCGCGATGG
1551 ACGGCACGAC CGACCGGAAC GCGCTGCTCG CCCTGGCCCG CGAACTCGGC
1601 CGGGTGCTCG GCCGGCTGCA CAGGGTGCCG CTGACCGGGA ACACCGTGCT
1651 CACCCCCCAT TCCGAGGTCT TCCCGGAACT GCTGCGGGAA CGCCGCGCGG
1701 CGACCGTCGA GGACCACCGC GGGTGGGGCT ACCTCTCGCC CCGGCTGCTG
1751 GACCGCCTGG AGGACTGGCT GCCGGACGTG GACACGCTGC TGGCCGGCCG
1801 CGAACCCCGG TTCGTCCACG GCGACCTGCA CGGGACCAAC ATCTTCGTGG
1851 ACCTGGCCGC GACCGAGGTC ACCGGGATCG TCGACTTCAC CGACGTCTAT
1901 GCGGGAGACT CCCGCTACAG CCTGGTGCAA CTGCATCTCA ACGCCTTCCG
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1951 GGGCGACCGC GAGATCCTGG CCGCGCTGCT CGACGGGGCG CAGTGGAAGC
2001 GGACCGAGGA CTTCGCCCGC GAACTGCTCG CCTTCACCTT CCTGCACGAC
2051 TTCGAGGTGT TCGAGGAGAC CCCGCTGGAT CTCTCCGGCT TCACCGATCC
2101 GGAGGAACTG GCGCAGTTCC TCTGGGGGCC GCCGGACACC GCCCCCGGCG
2151 CCTGATAAGG ATCCGGCAAG ACTGGCCCCG CTTGGCAACG CAACAGTGAG
2201 CCCCTCCCTA GTGTGTTTGG GGATGTGACT ATGTATTCGT GTGTTGGCCA
2251 ACGGGTCAAC CCGAACAGAT TGATACCCGC CTTGGCATTT CCTGTCAGAA
2301 TGTAACGTCA GTTGATGGTA CCAGCTTTTG TTCCCTTTAG TGAGGGTTAA
2351 TTGCGCGCTT GGCGTAATCA TGGTCATAGC TGTTTCCTGT GTGAAATTGT
2401 TATCCGCTCA CAATTCCACA CAACATACGA GCCGGAAGCA TAAAGTGTAA
2451 AGCCTGGGGT GCCTAATGAG TGAGCTAACT CACATTAATT GCGTTGCGCT
2501 CACTGCCCGC TTTCCAGTCG GGAAACCTGT CGTGCCAGCT GCATTAATGA
2551 ATCGGCCAAC GCGCGGGGAG AGGCGGTTTG CGTATTGGGC GCTCTTCCGC
2601 TTCCTCGCTC ACTGACTCGC TGCGCTCGGT CGTTCGGCTG CGGCGAGCGG
2651 TATCAGCTCA CTCAAAGGCG GTAATACGGT TATCCACAGA ATCAGGGGAT
2701 AACGCAGGAA AGAACATGGA TCGGTACGAT ATCTTCGTCG ATCGATATCG
2751 TACCGATCCA TGTGAGCAAA AGGCCAGCAA AAGGCCAGGA ACCGTAAAAA
2801 GGCCGCGTTG CTGGCGTTTT TCCATAGGCT CCGCCCCCCT GACGAGCATC
2851 ACAAAAATCG ACGCTCAAGT CAGAGGTGGC GAAACCCGAC AGGACTATAA
2901 AGATACCAGG CGTTTCCCCC TGGAAGCTCC CTCGTGCGCT CTCCTGTTCC
2951 GACCCTGCCG CTTACCGGAT ACCTGTCCGC CTTTCTCCCT TCGGGAAGCG
3001 TGGCGCTTTC TCATAGCTCA CGCTGTAGGT ATCTCAGTTC GGTGTAGGTC
3051 GTTCGCTCCA AGCTGGGCTG TGTGCACGAA CCCCCCGTTC AGCCCGACCG
3101 CTGCGCCTTA TCCGGTAACT ATCGTCTTGA GTCCAACCCG GTAAGACACG
3151 ACTTATCGCC ACTGGCAGCA GCCACTGGTA ACAGGATTAG CAGAGCGAGG
3201 TATGTAGGCG GTGCTACAGA GTTCTTGAAG TGGTGGCCTA ACTACGGCTA
3251 CACTAGAAGG ACAGTATTTG GTATCTGCGC TCTGCTGAAG CCAGTTACCT
3301 TCGGAAAAAG AGTTGGTAGC TCTTGATCCG GCAAACAAAC CACCGCTGGT
3351 AGCGGTGGTT TTTTTGTTTG CAAGCAGCAG ATTACGCGCA GAAAAAAAGG
3401 ATCTCAAGAA GATCCTTTGA TCTTTTCTAC GGGGTCTGAC GCTCAGTGGA
3451 ACGAAAACTC ACGTTAAGGG ATTTTGGTCA TGAGATTATC AAAAAGGATC
3501 TTCACCTAGA TCCTTTTAAA TTAAAAATGA AGTTTTAAAT CAATCTAAAG
3551 TATATATGAG TAAACTTGGT CTGACAGTTA CCAATGCTTA ATCAGTGAGG
3601 CACCTATCTC AGCGATCTGT CTATTTCGTT CATCCATAGT TGCCTGACTC
3651 CCCGTCGTGT AGATAACTAC GATACGGGAG GGCTTACCAT CTGGCCCCAG
3701 TGCTGCAATG ATACCGCGAG ACCCACGCTC ACCGGCTCCA GATTTATCAG
3751 CAATAAACCA GCCAGCCGGA AGGGCCGAGC GCAGAAGTGG TCCTGCAACT
3801 TTATCCGCCT CCATCCAGTC TATTAATTGT TGCCGGGAAG CTAGAGTAAG
3851 TAGTTCGCCA GTTAATAGTT TGCGCAACGT TGTTGCCATT GCTACAGGCA
3901 TCGTGGTGTC ACGCTCGTCG TTTGGTATGG CTTCATTCAG CTCCGGTTCC
3951 CAACGATCAA GGCGAGTTAC ATGATCCCCC ATGTTGTGCA AAAAAGCGGT
4001 TAGCTCCTTC GGTCCTCCGA TCGTTGTCAG AAGTAAGTTG GCCGCAGTGT
4051 TATCACTCAT GGTTATGGCA GCACTGCATA ATTCTCTTAC TGTCATGCCA
4101 TCCGTAAGAT GCTTTTCTGT GACTGGTGAG TACTCAACCA AGTCATTCTG
4151 AGAATAGTGT ATGCGGCGAC CGAGTTGCTC TTGCCCGGCG TCAATACGGG
4201 ATAATACCGC GCCACATAGC AGAACTTTAA AAGTGCTCAT CATTGGAAAA
4251 CGTTCTTCGG GGCGAAAACT CTCAAGGATC TTACCGCTGT TGAGATCCAG
4301 TTCGATGTAA CCCACTCGTG CACCCAACTG ATCTTCAGCA TCTTTTACTT
4351 TCACCAGCGT TTCTGGGTGA GCAAAAACAG GAAGGCAAAA TGCCGCAAAA
4401 AAGGGAATAA GGGCGACACG GAAATGTTGA ATACTCATAC TCTTCCTTTT
4451 TCAATATTAT TGAAGCATTT ATCAGGGTTA TTGTCTCATG AGCGGATACA
4501 TATTTGAATG TATTTAGAAA AATAAACAAA TAGGGGTTCC GCGCACATTT
4551 CCCCGAAAAG TGCCAC
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