Plasmid: pKS-aph7™-lox

A loxP-site was introduced into a Klenow-treated Psil site of vector pBluescriptll-KS
(ampicillin resistance) and a Pcil restriction site was destroyed and replaced by an ECORYV site
(double insertion). An expression cassette for Chlamydomonas reinhardtii comprising the
beta2-tubulin-promoter, the aph7°"-gene from Streptomyces hygroscopicus (containing a copy
of intronl from the RBCS2 gene) and the 3°-UTR from the Chlamyopsinl-gene was inserted
via Sacl/Kpnl.
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loxP:
beta2-tubulin-promoter:
aph7™" (from pHyg3):
(intronl from RBCS2:

COP1-3-UTR:

CTGACGCGCC
CGCAGCGTGA
TTTCTTCCCT

CTGTAGCGEC
CCGCTACACT

pKS-aphVIlI-lox

GCATTAAGCG
TGCCAGCGCC

TCCTTTCTCG CCACGTTCGC

TAAATCGGGEG GCTCCCTTTA
GACCCCAAAA AACTTGATTA
CTGATAGACG GITTTTCGCC

GIGGACTCTT
TCTTTTGATT

GITCCAAACT
TAAATTCATA

TGAATTAGGG ATTTTGCCGA

GGGTTCCGAT
GCGTGATGGT
CTTTGACGIT
GGAACAACAC
ACTTCGTATA
TTTCGGECCTA

TTTAACAAAA

ATTTAACGCG AATTTTAACA

4566 bp
368-402
699-1012
1013-2158
1099-1243)
2159-2321

CGECEEETGT
CTAGCGCCCG
CGECTTTCCC
TTAGTGCTTT
TCACGTAGTG
GGAGICCACG
TCAACCCTAT
ATGTATGCTA
TTGGTTAAAA
AAATATTAAC

(Sacl/sall)
(Xhol/BamHI)

(BamHI/Kpnl)

GGTGGTTACG
CTCCTTTCGC
CGTCAAGCTC
ACGGECACCTC
GGCCATCGCC
TTCTTTAATA
CTCGGTCTAT
TACGAAGITA
AATGAGCTGA
GCTTACAATT

TCCATTCGCC ATTCAGCCTG
GCCTCTTCGC TATTACGCCA

CCCAACTGIT
GCTGECGAAA

ATTAAGITGG GTAACGCCAG GGITTTCCCA

CGGCCAGTGA
TTTCTTGCGC
GCTTCCCGEC
CCTTCGEEEC
TAAATAGCCA
CATATTCAAA
TGTGATCGCA
AACCCGCAAA
TCGGATGATT
GAGTCGACCGA
TTGCAACGCC

GCGCGCGTAA
TATGACACTT
GCTGCATCGCA
TGCATGGEECG
GGCCCCCCGAT
CACCTAGATC
CTCCGCTAAG
CATGACACAA
CCTACGCGAG
GCAAGCCCGG
CCCATTGIGT

TACGACTCAC
CCAGCAAAAG
ACACCGATGA
CTCCGATGCC
TGCAAAGACA
ACTACCACTT
GGEEECECCTC
GAATCCCTGT
CCTGCGGAAC
CGGATCAGCC
CGACGAAGCC

TCTCAAGCAG CATCTAACCC TGCGTCGECCG
CCCGBCCGAGC CCTGGAGGAG CTCGGEECTGC

GIGCCCEECG

AGAGCACCAA

CCCCGTACTG

GATCAAGCTG TTCGGECGAGC ACTGGIGCGG
AGTCGGAGEC GTACGCGGTC CTGGECGGACG

CTCCTCGEECC GCGECGAGCT
CTACCTGGTG ATGAGCCGGA
ACGGCACGAC CGACCGGAAC
CGGGIGCTCG GCCGECTGCA
CACCCCCCAT TCCGAGGTCT
CGACCGTCGA GGACCACCGEC
GACCGCCTGG AGGACTGECT
CGAACCCCGG TTCGICCACG
ACCTGECCEC GACCGAGGTC
GCGGGAGACT CCCCCTACAG

GCEECCCEEC
TGACCGGECAC
GCGCTCGCTCG
CAGGGTGECCG
TCCCGGAACT
GGEGTGEEECT
GCCGGACGTG
GCGACCTGCA
ACCGGGATCG
CCTGGTGCAA

GGGAAGEECG ATCGGTGCGEG

GCCEGATGTG
GICACGACGT
TATAGGGECGA
GIrAGGGECGEEG
TGCTTCGACC
GCTCCAGEEC
TTATAGCGAG
CTACACAGCC
TTCCTCTTCG
TACTTCTCGA
GACCAGGAAT
AGCGTGCTTG
TTTTGGECTCC
TTTCCATTTG
CGGTGECCGECC
GICGGECGAGC
TCCGCGAGAGC
CCCCEETGECC
ACCGGACGCCT
CACCTGECGG
CCCTGECCCG
CTGACCGGGA
GCTGCGGEGAA
ACCTCTCGCC
GACACCCTGC
CGGGACCAAC
TCGACTTCAC
CTGCATCTCA

CTGCAAGCCG
TGTAAAACGA
ATTGGAGCTC
CTGCGAGACG
CCCCGAAGCT
GAGCGCTGIT
CTACCAAAGC
CACTCGAGCT
TTTCAGTCAC
CCGTATTGAT
TCTGGGAGGT
CAGATTTGAC
TCTGICECTG
CAGCCCCTGG
GGTGCTGCGG
CCGECCCGEET
CTCGECGTCGG
GGTI'GCCCCCC
GECCGTGEECC
TCCGCGATGG
CGAACTCGCC
ACACCGTCGCT
scoscecoce
CCGECTECTG
TGGECCEECCG
ATCTTCGTGG
CGACGTCTAT
ACGCCTTCCG
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GGGCGACCGC
GGACCGAGGA
TTCGAGGTGT
GGAGGAACTG
CCTGATAAGG
CCCCTCCCTA
ACGGGTCAAC
TGTAACGTCA
TTGCGCGCTT
TATCCGCTCA
AGCCTGGEEGET
CACTGCCCGC
ATCGGCCAAC
TTCCTCGCTC
TATCAGCTCA

GAGATCCTGG CCGCGCTGCT
CTTCGCCCGC GAACTGCTCG
TCGAGGAGAC CCCGCTGGAT
GCGCAGITCC TCTGEEEECC
ATCCGGECAAG ACTGECCCCG
GIGTGITTGG GGATGTGACT

CCGAACAGAT
GITGATGGTA
GCCGTAATCA
CAATTCCACA

TGATACCCGC
CCAGCTTTTG
TGGICATAGC
CAACATACGA

GCCTAATGAG TGAGCTAACT
TTTCCAGICG GGAAACCTGT
GCGCCEEGAG AGBCGGITTG
ACTGACTCGEC TGCGCTCEGT
CTCAAAGGECG GTAATACGGT

AACGCCAGGAA AGAACATGEA
TACCGATCCA TGIGAGCAAA
GECCCCGITG CTGECGITTT
ACAAAAATCG ACGCTCAAGT
AGATACCAGG CGTITTCCCCC
GACCCTGCCG CTTACCGGAT
TGGECGCTTTC TCATAGCTCA
GITCGCTCCA AGCTGEECTG
CTGCGCCTTA TCCGGTAACT
ACTTATCGCC ACTGGCAGCA
TATGTAGECG GTGCTACAGA
CACTAGAAGG ACAGTATTTG
TCGGAAAAAG AGTTGGTAGC

TCGGTACGAT
AGGCCAGCAA
TCCATAGCCT
CAGAGGTGEC
TGGAAGCTCC
ACCTGTCCGC
CCCTGTAGGT
TGTGCACGAA
ATCGICTTGA
GCCACTGGTA
GITCTTGAAG
GIATCTGCGC
TCTTGATCCG

AGCGGTGGIT
ATCTCAAGAA
ACGAAAACTC
TTCACCTAGA

TTTTTGITTG CAAGCAGCAG
GATCCTTTGA TCTTTTCTAC
ACGITAAGGG ATTTTGGTCA

TCCTTTTAAA

TATATATGAG TAAACTTGGT
CACCTATCTC AGCGATCTGT

TTAAAAATGA
CTGACAGITA
CTATTTCGIT

CCCGICGIGr
TGCTGCAATG
CAATAAACCA
TTATCCGCCT
TAGITCGCCA
TCGIGGTGIC
CAACGATCAA
TAGCTCCTTC
TATCACTCAT
TCCGTAAGAT
AGAATAGIGT
ATAATACCGC
CGITCTTCGG
TTCGATGTAA
TCACCAGCGT
AAGGCGAATAA
TCAATATTAT
TATTTGAATG
CCCCGAAAAG

AGATAACTAC GATACGCGGAG
ATACCGCGAG ACCCACGCTC
GCCAGCCGCGA AGEGECCGAGC
CCATCCAGIC TATTAATTGT
GITAATAGIT TGCGCAACGT
ACGCTCGICG TTTGGTATGG
GCCGAGITAC ATGATCCCCC

GGTCCTCCGA
GGTTATGGECA
GCTTTTCTGT

TCGITGTCAG
GCACTGCATA
GACTGGTGAG

ATGCGECGAC CGAGTTGCTC
GCCACATAGC AGAACTTTAA
GGCGAAAACT CTCAAGGATC
CCCACTCGIG CACCCAACTG
TTCTGGGTGA GCAAAAACAG
GGGCGACACG GAAATGTTGA
TGAAGCATTT ATCAGGGITA
TATTTAGAAA AATAAACAAA
TGCCAC

CGACGEEECG
CCTTCACCTT
CTCTCCGECT
GCCGGACACC
CTTGGCCAACG
ATGTATTCGT
CTTGCCATTT
TTCCCTTTAG
TGTTTCCTGT
GCCGGAAGCA
CACATTAATT
CGTGCCAGCT
CGTATTGGEGEC
CGITCGETG
TATCCACAGA
ATCTTCGICG
AAGGCCAGGA
CCGCCCCCCT
GAAACCCGAC
CTCGIGCGCT
CTTTCTCCCT
ATCTCAGITC
CCCCCCGITC
GICCAACCCG
ACAGGATTAG
TGGIGGECCTA
TCTGCTGAAG
GCAAACAAAC
ATTACGCGCA
GCGGICTGAC
TGAGATTATC
AGTTTTAAAT
CCAATGCTTA
CATCCATAGT
GCCTTACCAT
ACCGGCTCCA
GCAGAAGT GG
TGCCGGGEAAG
TGTTGCCATT
CTTCATTCAG
ATGITGIGCA
AAGTAAGITG
ATTCTCTTAC
TACTCAACCA
TTGCCCGEECG
AAGTGCTCAT
TTACCGCTGT
ATCTTCAGCA
GAAGGCAAAA
ATACTCATAC
TTGICTCATG
TAGGGGTTCC

CAGTGGAAGC
CCTGCACGAC
TCACCGATCC
GCCCCCEECG
CAACAGTGAG
GIGTTGGCCA
CCTGTCAGAA
TGAGGGTTAA
GIGAAATTGT
TAAAGTGTAA
GCGTTGCGCT
GCATTAATGA
GCTCTTCCGC
CGCGCGAGCGG
ATCAGGGGAT
ATCGATATCG
ACCGTAAAAA
GACGAGCATC
AGGACTATAA
CTCCTGITCC
TCGEGAACCG
GGTGTAGGTC
AGCCCGACCG
GIAAGACACG
CAGAGCGAGG
ACTACGCECTA
CCAGITACCT
CACCGCTGGT
GAAAAAAAGG
GCTCAGTGGA
AAAAAGGATC
CAATCTAAAG
ATCAGTGAGG
TGCCTGACTC
CTGGECCCCAG
GATTTATCAG
TCCTGCAACT
CTAGAGTAAG
GCTACAGGCA
CTCCGGTITCC
AAAAAGCGGT
GCCGCAGTGT
TGTCATGCCA
AGTCATTCTG
TCAATACGGEG
CATTGGAAAA
TGAGATCCAG
TCTTTTACTT
TGCCGCAAAA
TCTTCCTTTT
AGCGGATACA
GCGCACATTT
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