Plasmid: pUC-Arg7-lox-B

The plasmid contains the genomic ARG7.8 gene from Chlamydomonas reinhardtii inserted
into pUCBM20 (ampicillin resistance) in two parts as BamHI/Sall and Sall/Sall-fragments.
The BamHlI restriction site was then destroyed and replaced by an ECoRV restriction site. A
loxP-site was introduced into a Klenow-treated Xbal site.

Plasmid-sequence: pUC-Arg7-lox-B
ARGT:

loxP:

10431 bp
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GCGCCCAATA
GCAGCTGGCA
GCAATTAATG
TATGCTTCCG
ACACAGGAAA
ATATCTTCGT
TAACTCTGIC

ACCCCTCCAC CGAGACTTAC ACACGCACAC ACACACACAT

CCcceecTeee
CCCATCTTCT

CGCAAACCGC
CGACAGGITT
TGAGITAGCT
GCTCGTATGT
CAGCTATGAC
CGATCCTTAA
ACACCCGTCC

CTCTCCCCGC
CCCGACTGGA
CACTCATTAG
TGTGTGGAAT
CATGATTACG
TCCATCCCGG
CCCTGTGECC

CCGACCCCCT
GCACCTGCTC

CAGTCCTGIC
CAGCACCGAG

CGTGTCECGC ATCTCGEECEC
TGCGCGCACG TGGCAAACAC
CATTTCCTTT
GGCAATGTGC CGGEGCGCAAT
CCACAGTAAG GIGIGCGCAC
CACCTAGCAG CACACCAGCA
ATGGGGECAAA
CCCTCCCCCG CCGTITCCTCC
CTGCTGCTGC TGCTGCTCCT
CCGCCACGTC GICGGTGAAG
GIGAGGTCGA ACAGCGTGCA

TGCGGTTGAA
ATGCGTCGIG

CACGAGGACA
GCCAGCACAA
TGGICAGGTG

CACACGCTCC
GCTGECTGCTG
AGCGGGTGGA
GCCGECEGICC

GCGTTGECCG ATTCATTAAT
AAGCGGEGCAG TGAGCGCAAC
GCACCCCAGG CTTTACACTT
TGTGAGCGGA TAACAATTTC
AATTCCCGEG GATCGGTACG
GACTCCGCTG GCTCCGEECCG
CCGCCGCCAT ATAGAGGACC
ACACACCCEC
CCTCCGCCGC CAGGTAGGTG
CCCTTGCTGG TGCCGCCCTC
GI'CCCACACC TGCGCGTGIG
TTGITGGTGC GECCEGECGTG

CCTTGCACTG GATTGAGGAG CTGEGTGGIG CCEEGTTGTG

TGAGGATGCC GTTCACATGG
ATTCACACGT AGGTGIGAAC
TGTCACCCTG CTGGCATGGA

GCACCACGTG CGCTCEECTG CAAACGACAC CceeoaeccTe

CCCCCAGECT ACTGCTGCTG
CTCCGECECCG CCACTCACCG
TGGICTTGAG GTCGTCCACG
TCGGECCATCT TCACGGCGEC

GCCGCTGTGG TGECGTGGTG CACGTGIGTG TCERAGAGCG TGTGAGCGTG

CATGATTGGT
TGTGECCCGA

GGTCAGTTTG TTATACATAT

GGAGAGGAAA

CTGCATACCC

CATTGTGAAA

CAACCCCGGEG CATGCCCCAC
ACCTGIGGTG GTGIGICTCC
TCGGCCAAGT
AGGITTGECG AGGAGGTCAG

ACAGGATGCA

CTAAGGEEGET

CAGECECEEC
CCACGCCCTC
CGGAACGCECA

GGAGITGCAA
GGGCCCAAGA

ACAACGITCG ATAGCTCTCA
ACGCCCTCCC GCCCEECCEC
CGCCCTTGCG CACCAGGTAC

CCGTGGCGAG CATGICGECG GACAGECCTG GEEECEEEEG

GGATGITTGG AAAGAGGEEGT
GCCTAGECGC ACGEGGTTAG

GCGCAAGACG GTAGGGACCC

GCGGAGCGTG GGTGCAGGECT

CTGCTTCCCC

GCCTCCTCCC
CCCACCcCCC
CTTCCCTTCC
CCTGCTGCTC
GECTCCTGCT
GCCCTTGATC
CGTGCACCGT
AACAAACACA
CAGTAAGCCC
TTGCGGCGCA
CCCECCTCEC
GECCCECCEC
CTGCCCCTGC
GICCCTCTGT
CTCCccrecet
TGGEGECGTGCC
CGACCGCCCT

CGCCTCCCCG CCTCCGECCCA

TGCGGCCAAG GACACGACCC

ACCGCCCTTC
TCCGCTCCCA
CCECTCCCGC

CTCCTCCTCT
CCCTACCCCC

TCCTCCTCGCT

CCTGCTCCTC

ACCGCTTCCC AACCACCCCT

TGCTCCCCTG CCCTGCTGCT

CCAGCCCTGC TCGGCTACGC
CGCAGGGIGG ACAGCACGCC
GICCACCGTG TCAAACAGCA

CACATACACA

TACACACATA

TCACCGECCT
GGTGECEATG
GCTCCCAACA
TGCGCACAAT

ACTGCTGCCC
TCATGCGGTC
CGCACCACGT
CTCCTGCACA
GATGAATTGT

ACTGCGITCC AGICGITGIG
TGTCCGECTCC CECCCCCCEC
GGCCTCAGTG CAGCGCCCCT
CCCCEEEEEG CCTCCCCTEC
CCCTGICCCT GIrCCCTGrcc
CTCCCTCTCC CTCCCTCTCC
CCCTCTCGCT CTCTCECCTG
CTTGAGCACC GCCATGACGC
TGCCCCTGCA GCAGGAGGAG

CTTTCTCAAC CCGICTGIGT
CCCCCECCCC CTECCTCCCG
ATGICTGACC TCATGCCCCG
CCCTGCCCCT GCCeCTGeee
CTGTCCCTGI CCCTGTCCCT
CTCCCTCTCC CTCGCTCTCC
GAAGICCTTG TTGTATGIGG
CCATCAGGIT GCCCTGCACA
GCGEEGAGCEG CCAGTGEEEG
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AGGT GGAGGT
AAACAGCCCC

GGCAGGAGGEC
CCGCCCAACC

GGTGGAGGAG GTGGAGGCAG CGGTATCATG

CCGCACCCCT

TGECCCCCEC CTGCCACTCC CCACGTCCCT
TGCTTACCCG GCACGGTIGCC AGTAACCCCC
CCCTCGCCCC GCCTGCCTGC TCCCCCTCCC CCGCTCCTTC

TGTCACGIGT

CCTCAGTACA

TCCTGTACCG

CTTTACCCAA

CACACACTAC AACGCGTCTG CTCTACTACT
TTCTTAAATG TTCATGAATG TAACCCACCC CATCCACCCC

ACTTCTTAAC
CCGCACCTGA

CGGAGCTGTA
AGCAGECTGG
CTGCGCATGT
TGAGGAGCAC
socecosec])
GIGTGIGTGT

TAACCATGAA

TGTAACCCCC

CCACACGCGC
CTITTGIGIGG

CCATCCCTCC
GITCCTGECT

CCACCCCCAC

TGAGCTCCAG GECGTCGEEEG TTCTTCTTCT
CGAGGAGCCG GI'GGCGTAGG CGTCGCTGCA
GATGATGAGG TCCTCCGCCC AGCGCGACAG GIGCACGCAC

CCGCAAACAC
GIGTGTGCGT

CGTCTCGATC
GIGTGITTGT

CTGCACGTAG

ACAAAGTCGC
GTGAGAAAGA

CTCTCAGCCC
TGCATCTCCG
GCCCCCACGC
GGTCTGCAGT
CACCCAAACC
ACGCCTTCAC
CTACGCCTTC
CCCATCCCTC
GCGECATGAG
CCGAAGGGEEC

GGTCAGACAC
TGGAGIGIGT

AGGECGAGTG TGIGTTTGIG TTAAAAAACG AAACGAAAGC

GIGIGITTGT
GIGTATATCC

GITTGIGIGT
TAGGAAAGCA

GIGTGIGIGT
CACAAAGT GG

GCGGEECAGCG GCAGCGECCC GCGTGTCEEG ATGCGEEEEA

CACTGCGCGA
CCACAGTGCT

CACCTCTGCA
CTCAGTGCCT

GCECEEEECC
ACAGGCCCTT

CCAGCCAGTA
TACACCAGCA

CCCTCCCCAC CTCCCCCAGC TGCGGEECACC CTCCCCCAGC
CCTCCTCCCC CAGCCCCCTC CAGCCACCCT

TCCTCCCCCT
CCCTCCTCCA
GCTTCAAAGT
CCCECeCeTeC
CACACGCCGC
CAGAAAGGEG
GEEEEEEECG

GCTCCACGCC

GAAGGT GCGT

CITTTGAGITT
CTCCCGCACT
TCCCTACCCT
TGCCCCCTCA

CCCACCAGCC
GEGTGIGTGT

AAGITGEGTT
TCGCATCTGT

CCTCCACAGC
CGCCTGTCAT
CCTTACTCCT
GCCACCCCCT

GGECCCCCTCC
TAACCCCCTC
TCCCCCTCCT

TTCCCCCCCT
CCCCCCTCCT
CCTCCCCTCA

CCTCCCGACT
CCTCCceCeCT
CCGCGTCCAT

CGCCGAAACC CAACTCCTTG GCGATGAACT
GEGCGECCTGG GGAGGEEEECG TGIGTGTAGG
TGTGITTGIG TGIGITTGIG TTTGIGIGIG
TGITGIGTGIG TGIGIGIGTG TGIGITGIGIG TGITGIGTGI'T
CGTATCTATG CGIGICCCAC GITCGTGCTCC TGICCCTGIG TGCCCCCACA
ATCGCAGACG CGCAAGCCCC TGICGTIGCAC ACGCCCCGEC
TTAATCCCCG TTGCCGECCTG CCCOCGICCGC ACACTCGICG GCCCACTCCA
TCCTCCCCTC CCCTCCTCCC CACCTTCGCC
TCCTCCCGTC TCAATGTACC CTATCCCTCC TCTACCAGIG CACTCCGICC
ACCCACCCAG CCCCACCCTC TAGCCTCCAC cECceeaece
ACCCTCCTCG TCTCCCCCCC CCTTCTCCCC TCCTCTCCCT
CCCTCCCCTC CCCTCCCCTC CCTCACCCAC CCGAGCCCAG CGECAGTGIG
GCCACCCGECG GCAGCAGGTC CCGCAGCCGC ATGTCGTCGC
CGCGECGTGG CTCATCAGCC AGIGGECTCCA GCGCACAGIC ATGGCATTCT
GAAGCCTGIG TGTGTGIGGEG GEEEEEEECG AGAT GGGGEGA
GGAGGTGEEG GAGCAGECAG CGGGAGGAGG CGGECGATGT CACGITCAGA
TTTGECCTCG CTCCAGCTCC CTTGITTAGG TTTGITCTCT TCGICTAGTIC
CGCAACTTTC TATCGCCCTC ATCCCTGCCT
CAGCCGECCCC CTCCTCCCCC TCCCTCCTCT @ECeecTeece
CACCGGCATG AGCACCTCCC CCTCCCCCTC CCceceCcrTecC
GCACCTCCAC CTCTGCCTCG GAGCGGTCCG
CCGCCACGCG CATCAGCTCG CCCACCTCGEG ACCGCATCAC CTCCACCTGA
GICGGTGECA ACCTTTGGAG GGEGECGEEEEAG
GGGGEEGTTAC ACACATTAAG TTTACGAAGT
GAAGTCGTAG CCAGGTACAG CCGEEEEEEG GCATTCATGG TTAGITAAGA
AATAAAGGEG GGEGEEEGTAG CGGGICATGG TTAGGTAAGG CGGGAAGGEGA
GCTGITCATG TGGAGAACGG TGIGGITGCT
GAAGTGCCTC GACGTGAGEG GTGGTGECTA CGECEECEEC
GGTGGTGGIG GCEGCAGIGG CGGACGEEEC TCGAAGAGEG CCACGEGGETC
TGGACAAGTC TCCCACCCCC GECCCGECCC CECCGCCECC CTGCACATGG
CGGCACACCC GCCACCGCCG CCACCGACTG
CGACTTCGIC CCTGCTTCTC CTCCGEECCCC CTCCTCCCGC
GCCTCCCGEC TTCCGCACTC CCCCCCTCCC ACGCCCCTAC
TTAGITTGEC CTGGTACCGG TATCTCAAAC
CCCCACCCAC CCACCCACCC ACCCACCCAC CCACCCACCC ACCCACCCAC

TTGCCGECCA
TGTGIGIGIT

ACCGACAATA

CCCGCCATGA

ACAGCCGGTA

GIGTGTGTAA

TGGGAGEGTA

CACTGCACAA

TGEGTTCGGET

GIGTGIGIGT
CAAGGGTGTIG
TGCGCCGCCA
CCCCEECTCC
GCAACCCCCT
CCCCTCCCAA
CCTCCTCCCC
GITTCCTTAC
CCTGCCCeCC
GGAGTTGEEG
GGECGGTCCAC

GICAATGCGG

CCCCCECCaGT

CCTGCATCCC

CCACCCTTCC
(00666{1600¢:

GCTGCCAGEC
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CCACCCACCC

CACCCCCACC

CACCCACCCT

GGECCGGTGIG CAGCTTGCCG CCCACCGCCC

CCCTCGITGG
ACCCGCCTTC

GCCCCTTGCG
CCCGGTCAGC
CCACCGCAGC

CCGTGTGGAT

GICCTCGICA

CACCTGGTCG TTGCGCGAGC
CCACCAGCTC CGTGAGGCGEC
CCCGCCTTGA TCACAAAGEC

CACTCCTCAG CCACCTGCAG GCGEEECEEC CCGATGEEEG
GAGCAGGCGG GGECCAGEEG AAGGAGECEC
CGCGCGCACG CGTGEGTGIG GEGAGTGTGT

GCGGTGTCAT
GGCTACTCAC
AGCCCCAGCA

GIGEECTGIG
GTACACGTCG
CCCGCAGCTC

CCCTCAGACG CCTCCCCCTG AGCCT@ECECC

CCCCTCTCAG CCCGCGECCTC

TCTCTGCCCC

ACCCGCCCTG CTGCCGEGTG TGCGCACCTT

GIGTATTGAG GGGAAGGAGG
GAACGTGGEGET GEEGECECEEC
GCGTGCGCAA AGECCCAGCG
CCCBECCCECC CECCCECCCG
CCCCACCACC ATCTCAGCCC

TCGCTGACCC
CCCACCCCAC
GGCCAGCCCC

CCCTCTCAGC
CCACCCACCC
TCCACAATGG

TCACGGECCTC
TACGCCTGEC
GIrGGGGGAGT
GGGGATGEECC
GICTGGIGIT
TTCCCTCCCT
ACCACTCGCC
CGCTTGICAA
CTTGCCCGTG
CAGCAGCTGC
TCCGCGCAGA
ACGI'CCGCAC
AATGTCACAT
CGCGTCTTTC
CTCACCGCAA
GGCCCCTTGA

GICATGTGCC AGAATGCCGG
TGCCCTGITG GGGAATGCGT
GIGTGAATGI GTACGTGICA
GGGCAAGGTG GGCAGCAAGC

CCTTGGCAAG AGCCTTGECG
GGGTGTGIGG GTATGTGGGT
TTGCTGGIGG GGAGGEGECEGT
CGGECACGECG ACACGGECACG

ACCCTGEECC
GCCCTGGECCA

CTCGCAGCCT
CCAAACCCGC

CCCCTCCCTG TGCCGCACCT

AGGGECAGCGA

CTCGITGAAC

CTTGCCTAGC
GI'CCCCCCCA
TGATGICCTC
TTCTCCATGA

CCCGCACGTC
GCCCCACCCC
AGCCCACAGG
GCGGEGTCCGT

AAGCGACCGEC CCCACAGCTT
CTATTGCGAG ATGCATTCAA
CTCGGTGCGG CCCCATCACA
CTGGGECCATG ACGCTGAGAC
GCGGACAATT CGTCAGCGEC
GATTGCGGTG CCGACGECGT
CGCGAGCACA CTTGCGCTGG
TGCTGGAGAG CGAGCGEEEEC

CTTAGIGITG TCAGCAGCECG
CGCGAAACGT CAGCGAGACG
TTCGTGCAAG TGCAGICCCA

GAGCGGGEGAC
TTCCACAATT
CGACAAGTCGC
GITGCCGCGA
CATTTGECTA

TGAACTGEGEG CTTTCAGGAT
CCAATTGITA TAAGIGCCAA
CACGTCGTTG AGCATAAATT

CGAAGTGCAG CCTCGCGTCA
CCGATACACA AGTATGTATA
TGGICACGTG TGCATGCGCA

TGAAACCCCT
TCACATGICA
TCACCCCTTC
ACCTCCAAAC
GACGCATGCC

GCCATCCAAA

ACCCCACGCA

TTATTCAATC CATGCTACAT
TGTTCTGIGC TTTGACGGECA
GCCAACTCAA CCCCTTGICG
CCACAACTCG CTGCAGCGECC

CTTACACCTG ACCAGICACC AATGCTGTAC

GCCCECECCC
GCGCECTCTC
GITCTCGCAC
TGTGIGCAGG
CGTCAAGGCA

ACGGCCCAAA
ACAGCGCCTT

CAACCACAAT
GTACCCCAGC

TTCGTCGCTT
CATACGAGCT
CAAACCCCAC
TCCAGGEEECC
TCGCGGECGCA
GCGTGCAATA
ATGAACACAC
AGCCTGITGA

GCGAGCCTGC
GCTCGACCCA
ACGAGTCCAG
GGCACTTAGA
TCCGACTTGT
ATTTGACGAG
AAGCAATGGT
ATCGGGCGAC
GITAACAAAAA
CGTAAAACGG
GICGI'CCCAC
GICTGCGCAT
CTGCCGECCG
CGCACATCCA
TCCCCCTGCG
GCTGCTGECGC

TCGIAGCCCG CGGTGAAGTA
GAGCGGEECA AGGCGECAGC
CTGCATGCCC ACAAGCCGTA

GCGCCCGAAG CCGGECTGCAG
AGCAAGCCAG CGCAGCCTCA
CGTGAACGTG CGCAGCGCGT

GAGCCACTAG CCATGCAGAA

CCGCAGTCAC

GTIACAAGECC

TCCCTGCCAG CCTGCCACCC ACCTGIGATG CCCAGTCCCA

CTCECCECCC
CCTCGCACTC
CGCGEGEGAGCG
TCAATTTGIT
AAGGCGCACG
AGCTCCCTTG
TTCGCGCEECG
AGAAACACGC
ATTCATAACT
TCTGCAGGECA

GCCGECCCCEC CEECECCECC
GIGGACCAAC CGGICTGIGG
TGTGCGGEGECA TAGGCTTATA

GCAGCCGECCC
TCTGGCCCGA
GGAAGGCGCA

CATGCGTGAG
GCECCGTCCTC
GCCTCATCCT
CACCTGAGSG
CGTGICECTG

GGGAGTGACGG AGGACGTGCG TGCGCACGEG CAATGACAGG

TGTCGITGTC AGCTGACTCT
TCGGTCCGEC CACACACGCC
GGTCTCTTTT ACCACGITTC
GCTGGTATCC CCCTTGCACC
TCGTATAGCA TACATTATAC
TGCGATATCC CATGGAAGCT

CAACGTCGIG ACTGGGAAAA

AGCACATCCC
ATCGCCCTTC
CGGTATTTTC
CACTCTCAGT

ACCCGCCAAC ACCCGECTGAC GCGCCCTGAC GEECTTGICT

CCTTTCGCCA

CCCTGECGIT
GCTGGECGTAA

GCAACGT GGG
ACGCTACTCC
GGTGICCCAC
TCCTCCTCGT
GAAGITATGA
TGGCACTGEC
ACCCAACTTA

GCAGICCACA
ACATACACAG
ACAGGECCCTG
CGACTCTAGA
ATTCTAGAGC
CGTCGITTTA
ATCGCCTTGC

CCAACAGITG CGCAGCCTGA
TCCTTACGCA TCTGIGCGGT
ACAATCTGCT CTGATGCCGC

TAGCGAAGAG GCCCGCACCG
ATGCCGAATG GCCCCTGATG
ATTTCACACC GCATATGGTG
ATAGTTAAGC CAGCCCCGAC
GCTCCCGECA
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Plasmid-map:

TCCGCTTACA
GITTTCACCG
GCCTATTTTT
GGTGGCACTT
CTAAATACAT
TGCTTCAATA
GICGCCCTTA

GACAAGCTGT
TCATCACCGA
ATAGGTTAAT
TTCGGGGAAA
TCAAATATGT
ATATTGAAAA
TTCCCTTTTT

GACCGTCTCC
AACGCCGCGAG
GICATGATAA
TGT GCGCGCGA
ATCCGCTCAT
AGGAAGAGTA
TGCGCCATTT

CCCAGAAACG CTGGTGAAAG TAAAAGATGC
CATCGAACTG GATCTCAACA

GAGTGGGTTA
TTTCGCCCCG
ATGIGECGCG
GCCGCATACA
GAAAAGCATC
CATAACCATG
GAGGACCGAA
ACTCCCCTTG
CGAGCGTGAC
TATTAACTGG
TGGATGGAGG

AAGAACGTTT
GTATTATCCC

CTATTCTCAG AATGACTTGG TTGAGTACTC

TCCAATGATG
GTATTGACGC

TTACGGATGG CATGACAGTA

AGTGATAACA
GGAGCTAACC
ATCGTTGGA
ACCACGATGC
CGAACTACTT
CGGATAAAGT

CTGCGGCCAA
GCTTTTTTGC
ACCGGACCTG
CTGTAGCAAT
ACTCTACCTT
TGCAGGACCA

GGGAGCTGCA
ACGAAAGGEEC
TAATGGITTC
ACCCCTATTT
GAGACAATAA CCCTGATAAA
TGAGTATTCA ACATTTCCGT
TGCCTTCCTG TTTTTGCTCA
TGAAGATCAG TTGGGTGCAC
GCGGTAAGAT CCTTGAGAGT
AGCACTTTTA AAGITCTGCT
CGGGECAAGAG CAACTCGGTC
ACCAGTCACA
AGAGAATTAT GCAGTGCTGC
CTTACTTCTG ACAACGATCG
ACAACATGGEG GGATCATGTA
AATGAAGCCA TACCAAACGA
GGCAACAACG TTGCGCAAAC
CCCGGECAACA ATTAATAGAC
CTTCTGCCCT CGEECCCTTCC

TGTGICAGAG
CTCGIGATAC
TTAGACGTCA
GITTATTTTT

GECTGECTGG TTTATTGCTG ATAAATCTGG AGCCCGTGAG CGTGEGTCTC

GCGGTATCAT
GITATCTACA
GATCCCTGAG
AAGITTACTC
AAAAGGATCT
TTAACGTGAG
AAGGATCTTC
ACAAAAAAAC
ACCAACTCTT
ATACTGTCCT
GIAGCACCGC
TGCCAGTGCEC
TACCGGATAA

GCTATGAGAA
CGGTAAGCGG
GGAAACGCCT
TGAGCGTCGA
ACGCCAGCCAA
GCTCACATGT
TACCCCCTTT
GCAGCGAGIC

EcoRY - 8016
Xhal - 7983
CrefloxP - 7871
Kbal - 7945
Sall - 7938

TGCAGCACTG GGEGECCAGATG GTAAGCCCTC

CGACGGGEGAG TCAGGCAACT

ATAGGTGCCT
ATATATACTT
AGGTGAAGAT
TTTTCGITCC
TTGAGATCCT
CACCCCTACC

CACTGATTAA
TAGATTGATT
CCTTTTTGAT
ACTGAGCGTC
TTTTTTCTGC
AGCGGTGGTT

TTTCCGAAGG TAACTGCECTT

TCTAGTGTAG CCGTAGITAG GCCACCACTT

CTACATACCT
GATAAGTCGT

CCCTCTGCTA
GICTTACCGG

GGCGCAGCGG TCGEECTGAA
CCCAGCTTGG AGCGAACGAC CTACACCGAA
AGCGCCACGC TTCCCGAAGG GAGAAAGCECG GACAGGTATC

CAGGGTCGCGA
GGTATCTTTA
TTTTTGTGAT
CGCGECCTTT
TCTTTCCTGC

ACAGGAGAGC
TAGICCTGIC
GCTCGTCAGG
TTACGGITCC
GITATCCCCT

CCGTATCGTA
GAAATAGACA
CTGTCAGACC
TTTTTAATTT

ATGGATGAAC
GCATTGGTAA
TAAAACTTCA
AATCTCATGA CCAAAATCCC
AGACCCCGTA GAAAAGATCA
GCGTAATCTG CTGCTTGCAA
TGTTTGCCGG ATCAAGAGCT
CAGCAGAGCG CAGATACCAA
CAAGAACTCT
CAGTGGECTGC
AGACGATAGT
GIGCACACAG
TACAGCGTGA

ATCCTGITAC
GITGGACTCA
CCEEEEGITC
CTGAGATACC

GCACGAGGGA GCTTCCAGEG
GGGTTTCECC ACCTCTGACT
GGGGECGGAGC CTATGGAAAA
TGECCTTTTG CTGECCTTTT
GATTCTGIGG ATAACCGTAT

GAGTGAGCTG ATACCGCTCG CCGCAGCCGA ACGACCGAGC
AGTGAGCGAG GAAGCGGAAG A

Safl - 6629

EFcoRY - 252

== PUC-ARG7-lox-B

10431 bp




Reference:  Heitzer, M. and Zschoernig, B (2007) Construction of modular tandem
expression vectors for the green alga Chlamydomonas reinhardtii using the
Cre/lox-system. Biotechniques 43(3), 324-32.



